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mg/L的菲。16S rDNA鉴定结果显示这两株分别为鞘氨醇单胞菌Sphingomonas sp. 










































The presence of polycyclic aromatic hydrocarbons (PAHs) in the environment is 
a considerable public health hazard because of their intrinsic chemical stability, high 
recalcitrance to different types of degradation and high toxicity to living organisms. 
The principle processes for their successful removal are currently believed to be 
microbial transformation and degradation. 
This research aimed at finding bacteria capable of breaking down the PAHs, 
identifying the functional genes and enzymes involved in the biodegradation, and 
elucidating PAHs biodegradative pathway.The main results were as follows: 
 
1. A microbial consortium was obtained from the enrichment culture of sea water 
samples collected from Botan oil port in Xiamen, China, using the persistent 
high concentration of high molecular weight polycyclic aromatic hydrocarbons 
(HMW PAHs) enrichment strategy. Denaturing Gradient Gel Electrophoresis 
(DGGE) was adopted to investigate the bacterial composition and community 
dynamic changes based on 16S rRNA genes PCR amplification during 
enrichment batch culture. Using the spray-plate method, three bacteria namely 
BL01, BL02 and BL03, which corresponded to the dominant bands in the 
DGGE profiles, were isolated from the consortium. Sequences analysis showed 
BL01, BL02 and BL03 were phylogenetically closer to Ochrobactrum sp., 
Stenotrophomonas maltophilia and Pseudomonas fluorescens respectively. The 
degradation of Benzo(a)Pyrene (BaP), a model HWM-PAH compound by 
individual isolate, mixture of  three isolates and the microbial consortium(BL) 
isolated from sea water were examined. Results show that the degradation 
capability of bacteria represented the order of consortium(BL), mixture of  
three isolates, individual isolate for high to low, the consortium BL showed the 
highest PAH degradation capability for degrading HMW-PAH compounds, 
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